Appendix S2. Dispersal categories as defined by Vittoz and Engler (2007) . The given Dispersal distance corresponds to the maximum dispersal distance of 99% of the seeds, which thus excludes long-distance dispersal events. For details on how these categories were obtained see Vittoz and Engler (2007 Appendix S3. Dispersal category, generation time and resilience time assigned to each of the 287 species used in the study. Nomenclature follows Aeschimann and Heitz (1996) . Appendix S4. Calibration of P Disp , the colonization probability of a pixel given its distance from a source pixel. This methodology is the same than the one developed in Engler and Guisan (in press). The first step in calibration P Disp is to define the dispersal kernel used to model regular seed dispersal (i.e., not including LDD). Here this kernel was based on the following negative exponential seed dispersal probability distribution function (eq. S1; Ward et al. 2004 , Scheller et al. 2007 ).
(S1) which can be simplified into the more conventional simple negative exponential form (eq. S2):
( S2) where P seed is the probability of a seed reaching distance x ≥ pixelsize, pixelsize is the one-dimensional size of a pixel, DispDist is the dispersal distance reached by the proportion k of the seeds.
Here we set k = 0.99, DispDist thus represents the regular dispersal distance for seeds, i.e. LDD events excluded (these are modelled as a separate process).
Since the surface composed of pixels located at distance j from a source cell increases with distance from that source cell, the probability of a pixel to receive a seed is computed as (eq. S3):
where Surface j is the number of pixels covered by all pixels belonging to a same distance class. Assuming that the distribution of successful seeds (i.e. seeds leading a pixel to become colonized) is proportional to the overall distribution of seeds (P seed ), P Disp is computed as (eq. S3):
(eq. S4) where P Disp is the probability of colonisation for a target pixel with distance j from a source pixel and Successful Seeds the number of successful seeds produced by a fully mature source pixel.
Since the value of Successful Seeds was unknown for our virtual species (as is the case for most species), it was set so that P Disp = 0.99 for a pixel immediately adjacent to a source pixel at 25 m resolution. Using this conservative (i.e. optimistic) calibration method led to average spread rates, for fully mature pixels, between 45 and 85% of DispDist, depending on the number of source pixels in the neighbourhood (tests run on homogenous landscapes). When running simulations at smaller pixels sizes (i.e. 12.5 and 5 m), the values of P Disp were recomputed in order to ensure that the production of Successful Seeds per surface unit remained constant. In other words, the number of Successful Seeds was always proportional to pixel size, 5 and 12.5 m pixel producing respectively 25 and 4 times less successful seeds than 25 m pixels. This ensured that the species had always the same seed production per surface unit and thus that their spread rate was independent of the cell size at which simulations were run.
For more details on the MigClim model and its parameters see Engler and Guisan (in press). ) and regression slope p-value for regressions of decrease in predicted distribution by 2100 vs a) Migration index and b) Elevation index. Only species with decreasing predicted distribution were taken into account (the number of species considered is given in the last column of each table). Examples of regression graphs for SDD and LDD simulations under A1 (most extreme) and B1 (least extreme) climate change scenario are given under each table. The yellow coloured rows indicate that these regressions are illustrated by a graphic (below) and the superscript indicates the precise graph the regression refers to. ND = no dispersal, SDD = short distance dispersal, LDD = long-distance dispersal, UD = unlimited dispersal. 
